FR-i3L-AA-FYEP-2021-11-Rev.1

Chapter 6 REFERENCES

Ahmad, A., Fawaz, M. a. M., & Aisha, A. (2022). A comparative overview of SARS-CoV-2 and its variants of
concern. Infez Med, 30(3). https://doi.org/10.53854/liim-3003-2

Beigel, J. H., Tomashek, K. M., Dodd, L. E., Mehta, A. K., Zingman, B. S., Kalil, A. C., Hohmann, E. L., Chu, H. Y.,
Luetkemeyer, A., Kline, S. L., De Castilla, D. L., Finberg, R. W., Dierberg, K., Tapson, V. F., Hsieh, L.,
Patterson, T. L., Paredes, R., Sweeney, D. A., Short, W. R, ... Lane, H. C. (2020a). Remdesivir for the
Treatment of Covid-19 — Final Report. The New England Journal of Medicine, 383(19), 1813-1826.
https://doi.org/10.1056/nejmoa2007764

Beigel, J. H., Tomashek, K. M., Dodd, L. E., Mehta, A. K., Zingman, B. S., Kalil, A. C., Hohmann, E. L., Chu, H. Y.,
Luetkemeyer, A., Kline, S. L., De Castilla, D. L., Finberg, R. W., Dierberg, K., Tapson, V. F., Hsieh, L.,
Patterson, T. L., Paredes, R., Sweeney, D. A., Short, W. R, . .. Lane, H. C. (2020b). Remdesivir for the
Treatment of Covid-19 — Final Report. The New England Journal of Medicine, 383(19), 1813-1826.
https://doi.org/10.1056/nejmoa2007764

Borkotoky, S., Dey, D., & Hazarika, Z. (2022). Interactions of angiotensin-converting enzyme-2 (ACE2) and
SARS-CoV-2 spike receptor-binding domain (RBD): a structural perspective. Molecular Biology
Reports, 50(3), 2713-2721. https://doi.org/10.1007/s11033-022-08193-4

Chong, L. C., & Khan, A. (2022a). UNIQmin, an alignment-free tool to study viral sequence diversity across
taxonomic lineages: a case study of monkeypox virus. bioRxiv (Cold Spring Harbor Laboratory).
https://doi.org/10.1101/2022.08.09.503271

Chong, L. C., & Khan, A. M. (2022b). Historical milestone in 42 years of viral sequencing—Impetus for a
community-driven sequencing of global priority pathogens. Frontiers in Microbiology, 13.
https://doi.org/10.3389/fmicb.2022.1020148

Chong, L. C., Lim, W. M., Ban, K. H. K., & Khan, A. (2021). An Alignment-Independent Approach for the Study
of Viral Sequence Diversity at Any Given Rank of Taxonomy Lineage. Biology, 10(9), 853.
https://doi.org/10.3390/biology10090853

Corman, V. M., Landt, O., Kaiser, M., Molenkamp, R., Meijer, A., Chu, D. I., Bleicker, T., Briinink, S., Schneider,
J., Schmidt, M., Mulders, D. G., Haagmans, B. L., Van Der Veer, B., Van Den Brink, S., Wijsman, L.,
Goderski, G., Romette, J,, Ellis, J., Zambon, M., . .. Drosten, C. (2020). Detection of 2019 novel
coronavirus (2019-nCoV) by real-time RT-PCR. Eurosurveillance, 25(3).
https://doi.org/10.2807/1560-7917.e5.2020.25.3.2000045

COVID-19 Map - Johns Hopkins Coronavirus Resource Center. (n.d.). Johns Hopkins Coronavirus Resource

Center. https://coronavirus.jhu.edu/map.html

27



FR-i3L-AA-FYEP-2021-11-Rev.1

Dhawan, M., Priyanka, Parmar, M., Angural, S., & Choudhary, O. P. (2022). Convalescent plasma therapy
against the emerging SARS-CoV-2 variants: Delineation of the potentialities and risks. International
Journal of Surgery, 97, 106204. https://doi.org/10.1016/j.ijsu.2021.106204

Fakih, T. M., & Dewi, M. L. (2021). Analysis of SARS-CoV-2 Spike Protein as The Key Target in the
Development of Antiviral Candidates for COVID-19 through Computational Study. Journal of Tropical
Pharmacy and Chemistry, 5(4), 347-352. https://doi.org/10.25026/jtpc.v5i4.254

Fehr, A. R., & Perlman, S. (2015). Coronaviruses: An overview of their replication and pathogenesis. In
Methods in molecular biology (pp. 1-23). https://doi.org/10.1007/978-1-4939-2438-7 1

Gongalves, J., De Oliveira Martins Da Silva, P., Reis, L. P., Nascimento, M. S. J., Koritnik, T., Paragi, M., &
Mesquita, J. R. (2021). Surface contamination with SARS-CoV-2: A systematic review. Science of the
Total Environment, 798, 149231. https://doi.org/10.1016/j.scitotenv.2021.149231

Huang, Y., Yang, C., Xu, X., Xu, W., & Liu, S. (2020). Structural and functional properties of SARS-CoV-2 spike
protein: potential antivirus drug development for COVID-19. Acta Pharmacologica Sinica, 41(9),
1141-1149. https://doi.org/10.1038/s41401-020-0485-4

Li, X., Zai, J., Zhao, Q., Nie, Q., Li, Y., Foley, B. T., & Chaillon, A. (2020). Evolutionary history, potential
intermediate animal host, and cross-species analyses of SARS-CoV-2. Journal of Medical Virology,
92(6), 602—611. https://doi.org/10.1002/jmv.25731

Lucas, M., Karrer, U., Lucas, A., & Klenerman, P. (2008). Viral escape mechanisms - escapology taught by
viruses. International Journal of Experimental Pathology, 82(5), 269-286.
https://doi.org/10.1046/j.1365-2613.2001.00204.x

Makarenkov, V., Coates, M., Rabusseau, G., & Legendre, P. (2021). Horizontal gene transfer and
recombination analysis of SARS-CoV-2 genes helps discover its close relatives and shed light on its
origin. BMC Ecology and Evolution, 21(1). https://doi.org/10.1186/s12862-020-01732-2

Mercatelli, D., & Giorgi, F. M. (2020). Geographic and Genomic Distribution of SARS-CoV-2 Mutations.
Frontiers in Microbiology, 11. https://doi.org/10.3389/fmicbh.2020.01800

Morales-Nunez, J. J., Mufioz-Valle, J. F., Torres-Hernandez, P. C., & Hernandez-Bello, J. (2021). Overview of
neutralizing antibodies and their potential in COVID-19. Vaccines, 9(12), 1376.
https://doi.org/10.3390/vaccines9121376

Muralidar, S., Ambi, S. V., Sekaran, S., & Krishnan, U. M. (2020). The emergence of COVID-19 as a global
pandemic: Understanding the epidemiology, immune response and potential therapeutic targets of
SARS-CoV-2. Biochimie, 179, 85-100. https://doi.org/10.1016/j.biochi.2020.09.018

Otto, S. P., Day, T., Arino, J., Colijn, C., Dushoff, J., Li, M., Mechai, S., Van Domselaar, G., Wu, J., Earn, D. J. D.,
& Ogden, N. H. (2021). The origins and potential future of SARS-CoV-2 variants of concern in the

28



FR-i3L-AA-FYEP-2021-11-Rev.1

evolving COVID-19 pandemic. Current Biology, 31(14), R918—-R929.
https://doi.org/10.1016/j.cub.2021.06.049

Parrish, C. R., Holmes, E. C., Morens, D. M., Park, E. C., Burke, D. S., Calisher, C. H., Laughlin, C. A., Saif, L. J., &
Daszak, P. (2008). Cross-Species virus transmission and the emergence of new epidemic diseases.
Microbiology and Molecular Biology Reviews, 72(3), 457—470. https://doi.org/10.1128/mmbr.00004-
08

Sanjuan, R., & Domingo-Calap, P. (2016). Mechanisms of viral mutation. Cellular and Molecular Life Sciences,
73(23), 4433-4448. https://doi.org/10.1007/s00018-016-2299-6

Sanjuan, R., & Domingo-Calap, P. (2021). Genetic diversity and evolution of viral populations. In Elsevier
eBooks (pp. 53-61). https://doi.org/10.1016/b978-0-12-809633-8.20958-8

Sanyaolu, A., Okorie, C., Marinkovic, A., Haider, N., Abbasi, A. S., Jaferi, U., Prakash, S., & Balendra, V. (2021).
The emerging SARS-CoV-2 variants of concern. Therapeutic Advances in Infectious Disease, 8,
204993612110243. https://doi.org/10.1177/20499361211024372

Singh, H., Dahiya, N., Yadav, M., & Sehrawat, N. (2022). Emergence of SARS-COV-2 new variants and their
clinical significance. Canadian Journal of Infectious Diseases & Medical Microbiology, 2022, 1-8.
https://doi.org/10.1155/2022/7336309

Sweeney, D. A., & Malhotra, A. (2022). Supportive Care in Patients with Critical Coronavirus Disease 2019.
Infectious Disease Clinics of North America, 36(4), 777-789.
https://doi.org/10.1016/j.idc.2022.08.003

Symptoms of COVID-19. (2021, February 11). CDC. https://www.cdc.gov/coronavirus/2019-ncov/symptoms-
testing/symptoms.html

Szalkai, B., & Grolmusz, V. (2016). Nucleotide 9-mers characterize the type Il diabetic gut metagenome.
Genomics, 107(4), 120-123. https://doi.org/10.1016/j.ygeno.2016.02.007

Tahvildari, A., Arbabi, M., Farsi, Y., Jamshidi, P., Hasanzadeh, S., Calcagno, T. M., Nasiri, M. J., & Mirsaeidi, M.
(2020). Clinical Features, Diagnosis, and Treatment of COVID-19 in Hospitalized Patients: A
Systematic Review of Case Reports and Case Series. Frontiers in Medicine, 7.
https://doi.org/10.3389/fmed.2020.00231

Tang, A, Tong, Z., Wang, H., Dai, Y., Li, K., Liu, J., Wu, W., Yuan, C., Yu, M., Li, P., & Yan, J. (2020). Detection of
Novel Coronavirus by RT-PCR in Stool Specimen from Asymptomatic Child, China. Emerging
Infectious Diseases, 26(6), 1337—1339. https://doi.org/10.3201/eid2606.200301

World Health Organization. (2023a). WHO Coronavirus (COVID-19) Dashboard With Vaccination Data.
https://covid19.who.int/

29



FR-i3L-AA-FYEP-2021-11-Rev.1

World Health Organization. (2023b, May 25). Weekly epidemiological update on COVID-19 - 25 May 2023.
WHO. https://www.who.int/publications/m/item/weekly-epidemiological-update-on-covid-19---25-
may-2023

Zella, D., Giovanetti, M., Benedetti, F., Unali, F., Spoto, S., Guarino, M. P. L., Angeletti, S., & Ciccozzi, M.
(2021). The variants question: What is the problem? Journal of Medical Virology, 93(12), 6479—6485.
https://doi.org/10.1002/jmv.27196

Zhang, Q., Xiang, R., Huo, S., Zhou, Y., Jiang, S., Wang, Q., & Yu, F. (2021). Molecular mechanism of
interaction between SARS-CoV-2 and host cells and interventional therapy. Signal Transduction and
Targeted Therapy, 6(1). https://doi.org/10.1038/s41392-021-00653-w

Zimmermann, P., & Curtis, N. (2021). Why Does the Severity of COVID-19 Differ With Age? Pediatric
Infectious Disease Journal, 41(2), e36—e45. https://doi.org/10.1097/inf.0000000000003413

30



